SEQUENCE LISTING 



<110> Boehringer Ingelheim Intematicoial QrifcH 

<120> TUTTDr-associated Antigen Rll 

<130> 12211aa 

<140> 
<141> 

<160> 102 

<170> Patent m Ver. 2.1 



<210> 1 
<211> 6582 
<212> 

<213> Homo sapiens 
<220> 

<221> S'UTR 
<222> (1) . . (217) 

<220> 
<221> CDS 

<222> (218) . . (1423) 
<220> 

<221> unsure 

<222> (1424) . . (1497) 

<220> 
<221> CDS 

<222> (1498) . . (2571) 
<220> 

<221> 3'UIR 

<222> (2572) . . (6582) 

<400> 1 

acacgcgctt caacttoggt t^tgtgtgt ogaagaaacc tgactgogcc ctga^agaa 60 

cagcggagaa ggtccacoga gcctygogaa aggtcogctg ago^^ctgt C3gtcc3^agc 120 

cactcogggc tgoggagcac ccagtggaga ccgcgcct^ ctca^tgtg ^acoccatc 180 

cttcxrtgtct togcagagga gtcctcgcsgt ggtgagt atg csga aat aag gtt 235 

Met Arg Asn Lys Arg Val 
1 5 



ttg aaa aca aaa aaa aga agg agt gga aga gj3 cag gat cca ggc 283 
Leu Lys Ihr Lys Lys Arg Arg Ser Gly Arg Gly Gly Gin 7^ Pro Gly 
10 15 20 



2 



etc cat ccc cac aga agt gaa get aca get ggg agg tct cct ccc acc 331 
Deu His Pro His Arg Ser Glu Ala Thr Ala Gly Arg Ser Pro Pro Thr 
25 30 35 

cca acc gtc acc ctg ggt ccc gac tgc cca cct cct cct cct ccc cet 379 
Pro Thr Val Ihr Leu Gly Pro Asp Cys Pro Pro Pro Pro Pro Pro Pro 
40 45 50 

ccc ccc aac aac aac aac aac aac aac tec aag cac ace ^c cat aag 427 
Pro Pro Asn Asn Asn Asn Asn Asn Asn Ser Lys His Thr Gly His Lys 
55 60 65 70 

agt gog tgt gtc coe aac atg acc gaa oga aga a^ gac gag etc tet 475 
Ser Ala Cys Val Pro Asn Met Thr Glu Arg Arg Arg Asp Glu Leu Ser 
75 80 85 

gaa gag ate aac aac tta aga gag aag gtc atg aag cag tog gag gag 523 
Glu Glu He Asn Asn Leu Arg Glu Lys Val Met Lys Gin Ser Glu Glu 
90 95 100 

aac aac aac ctg cag age cag gtg cag aag etc aca gag gag aac acc 571 
%=3 Asn Asn Asn Leu Gin Ser Gin Val Gin Lys Leu Ihr Glu Glu Asn Thr 

U5 105 110 115 

y e 

bj acc ctt oga gag caa gtg gaa ccc ace cet gag gat gag gat gat gac 619 

LI Thr Leu Arg Glu Gin Val Glu Pro Thr Pro Glu Asp Glu Asp Asp Asp 

120 125 130 

r! ate gag etc oge ggt get gca gca get get gee cca ccc cct cca ata 667 

He Glu Leu Arg Gly Ala Ala Ala Ala Ala Ala Pro Pro Pro Pro He 
135 140 145 150 

03 gag gaa gag tgc cca gaa gac etc cca gag aag ttc gat ^c aac cca 715 

C.1 Glu Glu Glu cys Pro Glu Asp Leu Pro Glu Lys Phe Asp Gly Asn Pro 

£.1 155 160 165 

gac atg ctg get cct ttc atg goc cag tgc cag ate ttc atg gaa aag 763 
Asp Met Leu Ala Pro Phe Met Ala Gin cys Gin He Phe Met Glu Lys 
170 175 180 

age acc agg gat ttc tea gtt gat egt gtc ogt gtc tgc ttc gtg aca 811 
Ser Thr Arg Asp Phe Ser Val Asp Arg Val Arg Val cys Phe Val Thr 
185 190 195 

age atg atg acc gge ogt get gcc egt t^ gee tea gca aag etg gag 859 
Ser Met Met Thr Gly Arg Ala Ala Arg Trp Ala Ser Ala Lys Leu Glu 
200 205 210 

ogc tee cac tac ctg atg cac aac tac cca get ttc atg atg gaa atg 907 
Arg Ser His Tyr Leu Met His Asn Tyr Pro Ala Phe Met Met Glu Met 
215 220 225 230 

aag cat gtc ttt gaa gac cet cag a^ oga ^g gtt gee aaa ogc aag 955 
Lys His Val Phe Glu Asp Pro Gin Arg Arg Glu Val Ala Lys Arg Lys 
235 240 245 



ate cgc ctg cgc caa ggc atg ggg tct gtc ate gac tac tcx: aat 1003 
lie Arg Arg Leu Arg Gin Gly Met Gly Ser Val lie Asp Tyr Ser Asn 
250 255 260 

get tte cag atg att gee cag gae ctg gat t^ aac gag cet gog ctg 1051 
Ala Phe Gin Met lie Ala Gin Asp Leu Asp Trp Asn Glu Pro Ala Leu 
265 270 275 

att gac cag tac cae gag gge etc age ^c cac att eag gag gag etc 1099 
lie Asp Gin Tyr His Glu Gly Leu Ser Asp His lie Gin Glu Glu Leu 
280 285 290 

tee cac etc gag gtc gee aag tog ctg tct get ctg att ggg cag tgc 1147 
Ser His Leu Glu Val Ala Lys Ser Leu Ser Ala Leu lie Gly Gin Cys 
295 300 305 310 

att eac att gag aga agg ctg gee agg get get gca get cgc aag cea 1195 
lie His lie Glu Arg Arg Leu Ala Arg Ala Ala Ala Ala Arg Lys Pro 
315 320 325 

cgc tog eca cec agg gog ctg gtg ttg cot cac att gca age cac cae 1243 
Arg Ser Pro Pro Arg Ala Leu Val Leu Pro His lie Ala Ser His His 
330 335 340 

cag gta gat cea ace gag cog gtg gga ggt gee cgc atg cgc ctg aog 1291 
Gin Val Asp Pro Thr Glu Pro Val Gly Gly Ala Arg Met Arg Leu Thr 
345 350 355 

cag gaa gaa aaa gaa aga cgc aga aag ctg aac ctg tgc etc tac tgt 1339 
Gin Glu Glu Lys Glu Arg Arg Arg Lys Leu Asn Leu Cys Leu Tyr Cys 
360 365 370 

gga aca gga ggt cac tac get gac aat tgt cet gee aag gee tea aag 1387 
Gly Thr Gly Gly His lyr Ala Asp Asn Cys Pro Ala Lys Ala Ser Lys 
375 380 385 390 

tct teg cog gcg gga aac toe cog gee ccg ctg tag a^^cctte 1433 
Ser Ser Pro Ala Gly Asn Ser Pro Ala Pro Leu 
395 400 

agogaooggg ecagaaataa taaggtccce acaagatgat gceteatetc cacacttgea 1493 

agtg atg etc cag att eat ett cog gge aga cac ace ctg tte gtc oga 1542 
Met Leu Gin lie His Leu Pro Gly Arg His Ihr Leu Phe Val Arg 
405 410 415 

gee atg ate gat tct ggt get tct ggc aac tte att gat eac gaa tat 1590 
Ala Met lie Asp Ser Gly Ala Ser Gly Asn Phe He Asp His Glu Tyr: 
420 425 430 

gtt get caa aat gga att cet eta aga ate aag gac tgg cea ata ett 1638 
Val Ala Gin Asn Gly He Pro Leu Arg He Lys Asp Trp Pro He Leu 
435 440 445 



gtg gaa gca att gat g^ ogc cce ata gca tog ggc eca gtt gtc cac 
Val Glu Ala He Asp Gly Arg Pro He Ala Ser Gly Pro Val Val His 
450 455 460 465 



1686 



4 



gaa act cac gac ctg ata gtt gac ctg gga gat cac cga gag gtg ctg 1734 
Glu Thr His Asp Leu lie Val Asp Leu Gly Asp His Arg Glu Val Leu 
470 475 480 

tea ttt gat gtg act cag tct cca ttc ttc cct gtc gtc eta ggg gtt 1782 
Ser Phe Asp Val Ihr Gin Ser Pro Phe Phe Pro Val Val Leu Gly Val 
485 490 495 

cgc tgg ctg age aca cat gat ccc aat ate aca tgg age act tct 1830 
Arg Trp Leu Ser Ihr His Asp Pro Asn lie Thr Trp Ser Thr Arg Ser 
500 505 510 

ate gtc ttt gat tct gaa tac tgc cgc tac cac tgc egg atg tat tct 1878 
lie Val Phe Asp Ser Glu Tyr Cys Arg Tyr His Cys Arg Met Tyr Ser 
515 520 525 

cca ata cca cca tog etc cca cca cca gca cea caa cog cca etc tat 1926 
Pro lie Pro Pro Ser Leu Pro Pro Pro Ala Pro Gin Pro Pro Leu Tyr 
530 535 540 545 

tat cea gta gat ^a tac aga gtt tac caa eea gtg agg tat tac tat 1974 
Tyr Pro Val Asp Gly Tyr Arg Val Tyr Gin Pro Val Arg Tyr Tyr Tyr 
550 555 560 

gtc cag aat gtg tac act eea gta gat gag cac gtc tac cea gat cac 2022 
Val Gin Asn Val Tyr Ihr Pro Val Asp Glu His Val Tyr Pro Asp His 
565 570 575 

cgc ctg gtt gac cct cac ata gaa atg ata cct gga gca cac agt att 2070 
Arg Leu Val Asp Pro His lie Glu Met He Pro Gly Ala His Ser He 
580 585 590 

cee agt gga cat gtg tat tea ctg tec gaa cct gaa atg gca get ctt 2118 
Pro Ser Gly His Val Tyr Ser Leu Ser Glu Pro Glu Met Ala Ala Leu 
595 600 605 

oga gat ttt gtg gca aga aat gta aaa gat ggg eta att act oca acg 2166 
Arg Asp Phe Val Ala Arg Asn Val Lys Asp Gly Leu He Thr Pro Thr 
610 615 620 625 

att gca cct aat gga gee caa gtt etc cag gtg aag a^ ^g t^ aaa 2214 
He Ala Pro Asn Gly Ala Gin Val Leu Gin Val Lys Arg Gly Trp Lys 
630 635 640 

ctg caa gtt tct tat gat tgc oga get eea aac aat ttt act ate cag 2262 
Leu Gin Val Ser lyr Asp Cys Arg Ala Pro Asn Asn Phe Thr He Gin 
645 650 655 

aat cag tat cct cgc eta tct att cca aat tta gaa gac caa gca cac 2310 
Asn Gin Tyr Pro Arg Leu Ser He Pro Asn Leu Glu Asp Gin Ala His 
660 665 670 

ctg gca aog tac act gaa ttc gta cct caa ata cct gga tac caa aca 2358 
Leu Ala Thr Tyr Thr Glu Phe Val Pro Gin He Pro Gly Tyr Gin Thr 
675 680 685 



tac ccc aca tat gcc gag tac cog acc tac oca gta gga ttc goo 2406 
Tyr Pro Thr Tyr Ala Ala Tyr Pro Ihr Tyr Pro Val Gly Phe Ala Trp 
690 695 700 705 

tac oca gtg gga c^ gac gga caa gga a^ tea eta tat gta cct gtg 2454 
Tyr Pro Val Gly Arg Asp Gly Gin Gly Arg Ser Leu Tyr Val Pro Val 
710 715 720 

atg ate act tgg aat oca cao tgg tac ogc cag cct cog gta oca cag 2502 
Met lie Thr Trp Asn E>ro His Trp Tyr Arg Gin Pro Pro Val Pro Gin 
725 730 735 

tac cog cog cca cag cog cog cct cca oca cca cca cog cog cog cct 2550 
Tyr Pro Pro Pro Gin Pro Pro Pro Pro Pro Pro Pro Pro Pro Pro Pro 
740 745 750 



cca tct tac agt acc ctg taa atacotgtca tgtccttcag gatctctgcc 2601 
Pro Ser lyr Ser Thr Leu 

755 760 



ctcaaaattt 


attcctgttc 


agcttctcaa 


tcagtgactg 


tgtgctaaat 


tttaggctac 


2661 


tgtatcttca 


ggccacctga 


ggcacatoct 


ctctgaaaog 


gctatggaag 


gttagggcca 


2721 


ctct^actg 


gcacacatcc 


taaagoacca 


aaagaccttc 


aacattttct 


gagagcaaca 


2781 


gagtatttgc 


caataaatga 


tctctcattt 


ttccaccttg 


actgccaatc 


taactaaaat 


2841 


aattaataag 


tttactttcc 


agccagtcct 


ggaagtct^ 


gttttacctg 


ccaaaacctc 


2901 


catcaccatc 


taaattatag 


gctgccaaat 


ttgctgttta 


acatttacag 


agaagctgat 


2961 


acaaacgcag 


gaaatgctga 


tttctttatg 


gay^Wjaga 


cgayy^yy<=tg 


ga^acatga 


3021 


cttttcttgc 


ggtttoggta 


ccctcttttt 


aaatcact^ 


a^actga^g 


ccttattaag 


3081 


gaagccaaaa 


ttatoggtgc 


agtgt^aaa 


^gcttcogtg 


atcctctogc 


tgcaccctta 


3141 


gaaacttcac 


ogtcttcaaa 


ctccatttcc 


atggttctgt 


taattctcaa 


ggagcagcaa 


3201 


ctogactggt 


tctccca^a 


gcaggaaaaa 


cccttgtgac 


atgaaacatc 


tcaggoctga 


3261 




ctctctcaga 


t^actcttg 


catgttaaga 


ctatgtcttc 


acatcat^t 


3321 


gcaaatcaca 


tgtacccaat 


gactooggct 


ttgacacaac 


accttaocat 


catcatgoca 


3381 


tgatggcttc 


cacaaagcat 


taaacctggt 


aaccagagat 


tactggtggc 


tccagogttg 


3441 


ttagatgttc 


atgaaatgtg 


accacctctc 


aatcaccttt 


gagggctaaa 


gagtagcaca 


3501 


tcaaaaggac 


tccaaaatcc 


catacccaac 


tcttaagaga 


tttgtcctgg 


tacttcagaa 


3561 


agaattttca 


tgagtgttct 


taatt^ctg 


gaaaagcacc 


agctgaogtt 


ttggaagaat 


3621 


ctatccatgt 


gtctgcctoc 


atatgcatct 


gggcatttca 


tcttcagtcc 


cctcattaga 


3681 


ctgtagcatt 


a^atgtgtg 




aaatgattta 


gcacccagat 


tcacactcct 


3741 



6 



atgcxrtggaa 


^^^catc 


tttgaagaag 


a^aatta^ 


gctgt^aca 


ctgtcttgag 


3801 


gatyLyjact 


tccttagtga 


gctocacatt 


acttgatggt 


aaccacttca 


aaaggatcag 


3861 


aatccacgta 


atgaaaaagg 


tcoctctaga 


^t^agct 


gatgtgaagc 


tgccaatgga 


3921 


tgaaaagcct 


cagaaagcaa 


ctcaaaggac 


tcaaagcaac 


ggacaacaca 


agagttgtct 


3981 


tcagcccagt 


gacacctctg 


atgtccoctg 


gaagctttgt 


gctaacctgg 


gactgcctga 


4041 


cttcctttag 


cct^tccct 


tgctactacc 


ttgaactgtt 


ttatctaacc 


tctctttttc 


4101 


tgtttaattc 


tttgctactg 


ccattgaccc 


tgctgcagga 


tttgtgtcat 


tttcctgoct 


4161 


^ttgctgag 


actcc3tttt 


gctgccacac 


acagagatgt 


aagaggca^ 


ctttaattgc 


4221 


ca aagcacag 


tttgagcagt 


agaaaacaac 


atggtgtata 


tctcaaattg 


cctgacatga 


4281 


aga^agtct 


aac^gtgaag 


tttcactttt 


catcagcatc 


atctttcaca 


tgttcattat 


4341 


catcxijgctct 


tattcttgca 


tgtttaaaca 


cttaaaattt 


ttagtataat 


ttttagtgtg 


4401 


ttttgaagtg 


gtgacta^c 


tttcaaaaac 


ttccattgaa 


ttacaaagca 


ctatccagtt 


4461 


cttattgtta 


aactaagtaa 


aaatgataag 


taacatagtg 


taaaatattc 


ctttactgtg 


4521 


aacttcttac 


aatgctgtga 


atgagac^ct 


cctcagaact 


ggagcatttg 


tataataatt 


4581 


catcxitgttc 


atcttcaatt 


ttaacatcat 


atataatttc 


aattctatca 


attgggcctt 


4641 


taaaaatcat 


ataaaaggat 


ataaaatttg 


aaaagagaaa 


cctaattggc 


tatttaatcc 


4701 


aaaacaactt 


ttttttttcc 


ttcaatggaa 


tcagaaagct 


tgtcaatcac 


tcatgtgttt 


4761 


tagagtaatt 


acttttaaaa 


tggtgcattt 


gtgcttctga 


actattttga 


agagtcactt 


4821 


ctgtttacct 


caagtatcaa 


ttcatcctcc 


atacatttga 


attcaagttg 


ttttttgtca 


4881 


aatttacagt 


tgtcaattga 


tcttcaagct 


gcagggtgcx: 


tagaaatggg 


cogttgtctg 


4941 


tagccctg^c 


atgtgcacac 


ggacatttgc 


caccactgca 


agcaaaagtc 


tggagaagtt 


5001 


caccaaogac 


aagaacgatt 


agggaaaata 


tgctgctgtg 


ggttaacaac 


tcagaaagtc 


5061 


cxitgatccac 


atttggctgt 


ttactaaagc 


ttgtgattaa 


cttttt^ca 


gtgtgtacta 


5121 


tgctctattg 


ctatatatgc 


tatctataaa 


tgtagatgtt 


aa^ataagt 


aattctaaat 


5181 


ttattattct 


atagttttga 


agtttggtta 


agtttccttt 


cactcaattg 


atttattttg 


5241 


ttgttaatca 


aatttatgtt 


aattggatcc 


tttaaatttt 


ttttggcatt 


ttccaacaaa 


5301 


aatggcttta 


ttcataagaa 




tcaatggaat 


ttgatatcta 


aagaagttag 


5361 


aaagggagca 




cataaaggag 


atagatgaat 


tagtaagcaa 


atcagtagtc 


5421 


gagtttttca 


aactggcaaa 


attaattaat 


tgacttttag 


cxxaaattta 


cattgttaat 


5481 
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taaatcaaga 


a^aagaaga 


tctaagagct 


cxxiattgata 


ggcaagcxtia 


gagagaacta 


5541 




gctaaattta 


tcatgctagg 


atattgaaac 


acagaaagtt 


tacatacatt 


tatgaagggt 


5601 




caatttagtt 


tggacagtga 


ggtatttgtc 


ttagtggaaa 


aaaggagaat 


tagtctgatc 


5661 




aaatcgtgaa 


gtaatacagt 


gaacttgcag 


gtgcacaaaa 


taagagggcc 


acatctatat 


5721 




^ftgcagtct 


ggaattctgt 


ttaagtttgt 


a^tacctct 


tggacttctg 


aattgatcxa 


5781 




gttgtcatoc 


accacagaca 


tctcacatca 


gatacagaca 


gttcxiaagat 


tgacaacaga 


5841 




gaacaacctg 


ctggaaagac 


ctc^U^cagaa 


at^agagcc 


ctgog^aac 


catgctacat 


5901 




tttcatctaa 


agagagaatg 


cacatctgat 


gagactgaaa 


gttctttgtt 


gttttagatt 


5961 




gtagaat^gt 


attgaattgg 


tctgt^aaa 


attgcattgc 


ttttatttct 


ttgtgtaatc 


6021 




aagtttaagt 


aatac^jt^at 


atataatcat 


aagcatttta 


^gt^agg 


gactattaag 


6081 




taattttaag 


tgggt^ggt 


tatttagaat 


gttagaataa 


tattatgtat 


tagatatcgc 


6141 




tataagtgga 


catgcgtact 


tacttgtaac 


cctttaccct 


ataattgcta 


tcx:tt:aaaga 


6201 


y = 
yj 


tttcaaataa 


actcxydc^ 


aactgcaggg 


agaccaactt 


atttagagog 


aattggacat 


6261 




ggataaaaac 


cxxagtggga 


gaaagttcaa 


aggtgattag 


attaataatt 


taatagagga 


6321 


yj 


tgagtgacct 


ctgataaatt 


actgctagaa 


tgaacttgtc 


aatgatggat 


^taaatttt 


6381 




catggaagtt 


ataaaagtga 


taaataaaaa 


cccttgcttt 


tacccxrtgtc 


agtagccctc 


6441 


p3 


ctcctaccac 


tgaaccccat 


tgcccctacc 


cctccttcta 


actttattgc 


tgtattctct 


6501 




tcactctata 


tttctctcta 


tttgctaata 


ttgcattgct 


gttacaataa 


aaattcaata 


6561 


•esr^r 

3 ^ 


aagatttagt 


ggttaagtgc 


t 








6582 



<210> 2 

<211> 401 

<212> PRT 

<213> Hbtto s^iens 

<400> 2 

Met Arg Asn Lys Arg Val Leu Lys Thr Lys Lys Arg Arg Ser Gly Arg 
15 10 15 

Gly Gly Gin Asp Pro Gly Leu His Pro His Arg Ser Glu Ala Ihr Ala 
20 25 30 

Gly Arg Ser Pro Pro Thr Pro Ihr Val Thr Leu Gly Pro Asp Cys Pro 
35 40 45 



Pro Pro Pro Pro Pro Pro Pro Pro Asn Asn Asn Asn Asn Asn Asn Ser 
50 55 60 
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Lys His Thr Gly His Lys Ser Ala Cys Val Pro Asn Met Thr Glu Arg 
65 70 75 80 

Arg Arg Asp Glu Leu Ser Glu Glu lie Asn Asn Lieu Arg Glu Lys Val 
85 90 95 

IVlet Lys Gin Ser Glu Glu Asn Asn Asn Leu Gin Ser Gin Val Gin Lys 
100 105 110 

Leu Ihr Glu Glu Asn Thr Thr Leu Arg Glu Gin Val Glu Pro Thr Pro 
115 120 125 

Glu Asp Glu Asp Asp Asp lie Glu Leu Arg Gly Ala Ala Ala Ala Ala 
130 135 140 

Ala Pro Pro Pro Pro lie Glu Glu Glu cys Pro Glu Asp Leu Pro Glu 
145 150 155 160 

Lys Phe Asp Gly Asn Pro Asp Met Leu Ala Pro Phe Met Ala Gin Cys 
165 170 175 

Gin lie Phe Met Glu Lys Ser Ihr Arg Asp Phe Ser Val Asp Arg Val 
180 185 190 

Arg Val Cys Phe Val Thr Ser Met Met Thr Gly Arg Ala Ala Arg Trp 
195 200 205 

Ala Ser Ala Lys Leu Glu Arg Ser His Tyr Leu Met His Asn Tyr Pro 
210 215 220 

Ala Phe Met Met Glu Met Lys His Val Phe Glu Asp Pro Gin Arg Arg 
225 230 235 240 

Glu Val Ala Lys Arg Lys lie Arg Arg Leu Arg Gin Gly Met Gly Ser 
245 250 255 

Val lie Asp Tyr Ser Asn Ala Phe Gin Met lie Ala Gin Asp Leu Asp 
260 265 270 

Trp Asn Glu Pro Ala Leu lie Asp Gin Tyr His Glu Gly Leu Ser Asp 
275 280 285 

His He Gin Glu Glu Leu Ser His Leu Glu Val Ala Lys Ser Leu Ser 
290 295 300 

Ala Leu He Gly Gin Cys He His He Glu Arg Arg Leu Ala Arg Ala 
305 310 315 320 

Ala Ala Ala Arg Lys Pro Arg Ser Pro Pro Arg Ala Leu Val Leu Pro 
325 330 335 



His He Ala Ser His His Gin Val Asp Pro Thr Glu Pro Val Gly Gly 
340 345 350 



Ala Arg Met Arg Leu Thr Gin Glu Glu Lys Glu Arg Arg Arg Lys Leu 
355 360 365 
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Asn Leu Cys Leu Tyr Cys Gly Thr Gly Gly His lyr Ala Asp Asn cys 
370 375 380 

Pro Ala Lys Ala Ser Lys Ser Ser Pro Ala Gly Asn Ser Pro Ala Pro 
385 390 395 400 



Laa 



<210> 3 

<211> 357 

<212> PRT 

<213> Homo aliens 

<400> 3 

Met Leu Gin lie His Leu Pro Gly Arg His Ihr Leu Phe Val Arg Ala 
15 10 15 

Met lie Asp Ser Gly Ala Ser Gly Asn Phe lie Asp His Glu Tyr Val 
20 25 30 

Ala Gin Asn Gly lie Pro Leu Arg lie Lys Asp Trp Pro lie Leu Val 
35 40 45 

Glu Ala He Asp Gly Arg Pro He Ala Ser ,Gly Pro Val Val His Glu 
50 55 60 

Thr His Asp Leu He Val Asp Leu Gly Asp His Arg Glu Val Leu Ser 
65 70 75 80 

Phe Asp Val Thr Gin Ser Pro Phe Phe Pro Val Val Leu Gly Val Arg 
85 90 95 

Trp Leu Ser Thr His Asp Pro Asn He Thr Trp Ser Thr Arg Ser He 
100 105 110 

Val Phe Asp Ser Glu Tyr Cys Arg Tyr His Cys Arg Met Tyr Ser Pro 
115 120 125 

He Pro Pro Ser Leu Pro Pro Pro Ala Pro Gin Pro Pro Leu Tyr Tyr 
130 135 140 

Pro Val Asp Gly Tyr Arg Val Tyr Gin Pro Val Arg Tyr Tyr Tyr Val 
145 150 155 160 

Gin Asn Val Tyr Thr Pro Val Asp Glu His Val Tyr Pro Asp His Arg 
165 170 175 

Leu Val Asp Pro His He Glu Met He Pro Gly Ala His Ser He Pro 
180 185 190 

Ser Gly His Val Tyr Ser Leu Ser Glu Pro Glu Met Ala Ala Leu Arg 
195 200 205 



Asp Phe Val Ala Arg Asn Val Lys Asp Gly Leu He Thr Pro Thr He 
210 215 220 
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Ala Pro Asn Gly Ala Gin Val Leu Gin Val Lys Arg Gly Trp Lys Leu 
225 230 235 240 

Gin Val Ser Tyr Asp Cys Arg Ala Pro Asn Asn Phe Thr He Gin Asn 
245 250 255 

Gin Tyr Pro Arg Leu Ser He Pro Asn Leu Glu Asp Gin Ala His Leu 
260 265 270 

Ala Thr Tyr Thr Glu Phe Val Pro Gin He Pro Gly Tyr Gin Thr Tyr 
275 280 285 

Pro Thr Tyr Ala Ala Tyr Pro Thr Tyr Pro Val Gly Phe Ala Trp Tyr 
290 295 300 

Pro Val Gly Arg Asp Gly Gin Gly Arg Ser Leu Tyr Val Pro Val IVlet 
305 310 315 320 

He Thr Trp Asn Pro His Trp Tyr Arg Gin Pro Pro Val Pro Gin Tyr 
325 330 335 

Pro Pro Pro Gin Pro Pro Pro Pro Pro Pro Pro Pro Pro Pro Pro Pro 
340 345 350 

Ser Tyr Ser Thr Leu 
355 



<210> 4 
<211> 31 
<212> EaSIA 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 4 

ctagcccacc at^catctg cagccacgtg a 31 



<210> 5 
<211> 30 

<2i2> rm 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 



<400> 5 

agcttcaogt ggctgcagat gccatggtgg 



30 
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<210> 6 
<211> 30 
<212> EaSIA 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 6 

ctagcccacc atggcatctg cagcacgtga 



<210> 7 
<211> 29 
<212> DNA 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 7 

agcttcacgt ggtgcagatg ccatggtgg 



<210> 8 
<211> 29 
<212> ESSIA 

<213> Synthetic Sequence 



<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 8 

ctagcccacc atggcatctg cacacgtga 



<210> 9 
<211> 28 
<212> E9SIA 

<213> Synthetic Sequence 



<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 9 

agcttcacgt gtgcagatgc catggtgg 



12 



<210> 10 
<211> 23 
<212> Ea^ 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primsr 
<400> 10 

g^oggtagg ogtgtaoggt ggg 23 



<210> 11 
<211> 26 

<2i2> rm 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primsr 

W <400> 11 

gcaactagaa ggcacagtog aggctg 26 



<210> 12 
<211> 27 
<212> DNA 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 12 

gtttggacag tgaggtattt gtcttag 27 



<210> 13 
<211> 27 
<212> Em 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 



<400> 13 

ctttccagca ggttgttctc tgttgtc 



27 



13 



<210> 14 
<211> 30 
<212> ENA 

<213> Synt±ietic Sequence 
<220> 

<223> Description of the Synthetic Sequence: synthetic Primer 
<400> 14 

tgaoggggtc acccacactg tgcccatcta 30 



<210> 15 
<211> 29 
<212> Em 

<213> Synthetic Sequence 
<220> 

£3 <223> Description of the Synthetic Sequence: Primer 

01 <400> 15 

yJ ctagaagcat tgoggtggac gatggaggg 29 



m 



<210> 16 
<211> 22 
<212> EaSIA 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 16 

aaggtgaagg tcggagtcaa eg 22 



<210> 17 
<211> 24 
<212> ESSIA 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 



<400> 17 

ggcagagatg atgacccttt tggc 



24 



14 



<210> 18 
<211> 26 
<212> EiSIA 

<213> Synthetic Sequience 
<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 18 

tattttgctc cctttctaac ttcttt 



<210> 19 
<211> 30 
<212> 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 19 

tttcactttt catcagcatc atctttcaca 



<210> 20 
<211> 27 

<2i2> rasiA 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 20 

cgttagactc ctcttcatgt caggcaa 



<210> 21 
<211> 22 
<212> Em 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 



<400> 21 

ggtgacacta tagaaggtac go 



15 



<210> 22 
<211> 28 
<212> EMA. 

<213> Synt±ietic Sequence 
<220> 

<223> Descripticjn of t±ie Synt±Letic Sequence: Primer 
<400> 22 

caggcctgag atgtttcatg tcacaagg 28 



<210> 23 
<211> 29 
<212> E8SIA. 

<213> Synt±Letic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 23 

gcatttcctg ogtttgtatc agcttctct 29 



<210> 24 
<211> 30 
<212> DNA 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 24 

accagcacca caacogccac tctattatcc 30 



<210> 25 
<211> 30 
<212> EaSIA 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 



<400> 25 

catatagtga tcttccttgt cogtctogtc 



30 



16 



<210> 26 
<211> 26 
<212> EMA 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 26 

gogcccatca attgcttcca caagta 



<210> 27 
<211> 21 
<212> EBSIA 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 27 

gcagagctcg tttagtgaac c 



<210> 28 
<211> 30 
<212> ESSIA 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Pritner 
<400> 28 

ggccagaaat aataaggtcc ccacaagatg 



<210> 29 
<211> 29 
<212> ENA 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 



<400> 29 

agctttctgc gtctttcttt ttcttcctg 



17 



<210> 30 
<211> 26 
<212> 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 30 

aggtogccaa gtcgctgtct gctctg 26 



<210> 31 
<211> 37 
<212> DtSiA 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 
01 <400> 31 

hi tgggtagttg tgcatcaggt agtgggagcg ctccagc 37 



<210> 32 
<211> 27 
<212> EBSIA 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 32 

ctcgaagggt ^tgttctcc tctgtga 27 



<210> 33 
<211> 22 
<212> EaSIA 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 



<400> 33 

gagctcgtcc cttcttogtt eg 



22 



18 



<210> 34 
<211> 40 
<212> EeSIA 

<213> Synt±ietic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 34 

cataagagtg cgtgtgtccc caacatgacc gaacgaagaa 



<210> 35 
<211> 47 
<212> im. 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 35 

tcgtcccttc ttogttcggt catgttgggg acacacgcac tcttatg 



<210> 36 
<211> 40 
<212> ENA 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Pritner 
<400> 36 

ttcttcgttc ggtcatgttg gggacacacg cactcttatg 



<210> 37 
<211> 28 
<212> EaSIA 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 



<400> 37 

ca^^tgaog gttggggtgg gaggagac 



19 



<210> 38 
<211> 29 
<212> ENA 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 38 

gcttcacttc tgtggggatg gaggcctgg 



<210> 39 
<211> 22 
<212> INh. 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 39 

atgcgaaata agcgggtttt ga 



<210> 40 
<211> 29 
<212> ENA 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 40 

cgcaga^ag tcctcgogtg gtgagtatg 



<210> 41 
<211> 29 

<2i2> ram 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 41 

ggctca^tg tgggacccca tccttcctg 



<210> 42 



20 



<211> 29 
<212> E8SIA 

<213> Synthetic Sequence 
<220> 

<223> Descripticn of the Synthetic Sequence: Primer 
<400> 42 

gctcoggacg acagccogct cagcggacc 29 



<210> 43 
<211> 24 
<212> DNA 

<213> Synthetic Sequence 
<220> 

<223> Description of the Synthetic Sequence: Primer 
<400> 43 

gaagaaacct gactgcgccc tgag 24 



<210> 44 

<211> 9 

<212> PE^ 

<213> Homo sapiens 

<400> 44 

Met Leu Gin lie His Leu Pro Gly Arg 
1 5 



<210> 45 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 45 

lie His Leu Pro Gly Arg His Thr Leu 
1 5 



<210> 46 

<211> 9 

<212> PRT 

<213> Homo sapiens 



<400> 46 



His Leu Pro Gly Arg His Thr Jjeu Phe 
1 5 



<210> 47 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 47 

Tyr Val Ala Gin Asn Gly lie Pro Leu 
1 5 



<210> 48 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 48 

Leu Arg lie Lys Asp Trp Pro lie Leu 
1 5 



<210> 49 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 49 

lie Leu Val Glu Ala lie Asp Gly Arg 
1 5 



<210> 50 

<211> 9 

<212> PRT 

<213> Honro sapiens 

<400> 50 

Gly Arg Pro lie Ala Ser Gly Pro Val 
1 5 



<210> 51 

<211> 9 

<212> PRT 

<213> Homo sapiens 



<400> 51 

Glu Thr His Asp Leu lie Val Asp Leu 
1 5 



<210> 52 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 52 

Asp Leu Gly Asp His Arg Glu Val Leu 
1 5 



<210> 53 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 53 

Gly Asp His Arg Glu Val Leu Ser Phe 
1 5 



<210> 54 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 54 

Gin Ser Pro Phe Phe Pro Val Val Leu 
1 5 



<210> 55 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 55 

Val Leu Gly Pro Arg Trp Leu Ser Ala 
1 5 



<210> 56 

<211> 9 

<212> PRT 

<213> Homo sapiens 



<400> 56 

Trp Leu Ser Ala His Asp Pro Asn lie 
1 5 

<210> 57 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 57 

Arg Ser lie Val Phe Asp Ser Glu Tyr 
1 5 



<210> 58 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 58 

lie Val Phe Asp Ser Glu Tyr Cys Arg 
1 5 



<210> 59 

<211> 9 

<212> PE?T 

<213> Homo sapiens 

<400> 59 

Pro Pro Pro Ala Pro Gin Pro Pro Leu 
1 5 



<210> 60 

<211> 9 

<212> FPT 

<213> Homo sapiens 

<400> 60 

Pro Leu Tyr lyr Pro Val Asp Gly Tyr 
1 5 



<210> 61 

<211> 9 

<212> PRT 

<213> Homo sapiens 



<400> 61 

Arg Val Tyr Gin Pro Val Arg Tyr Tyr 
1 5 



<210> 62 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 62 

Tyr Gin Pro Val Arg Tyr Tyr Tyr Val 
1 5 



<210> 63 

<211> 9 

<212> PRT 

<213> Hbnno sapiens 

<400> 63 

Val Arg Tyr Tyr Tyr Val Gin Asn Val 
1 5 



<210> 64 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 64 

Tyr Val Gin Asn Val Tyr Thr Pro Val 
1 5 



<210> 65 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 65 

Glu His Val Tyr Pro Asp His Arg Leu 
1 5 



<210> 66 

<211> 9 

<212> PRT 

<213> Homo sapiens 



<400> 66 

Leu Val Asp Pro His He Glu ^4et He 
1 5 



<210> 67 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 67 

Glu Met He Pro Gly Ala His Ser He 
1 5 



<210> 68 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 68 

His Ser He Pro Ser Gly His Val Tyr 
1 5 



<210> 69 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 69 

He Pro Ser Gly His Val Tyr Ser Leu 
1 5 



<210> 70 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 70 

Ser Leu Ser Glu Pro Glu Met Ala Ala 
1 5 



<210> 71 

<211> 9 

<212> PRT 

<213> Homo sapiens 



<400> 71 

Leu Ser Glu Pro Glu Met Ala Ala Leu 
1 5 



<210> 72 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 72 

Pro Glu Met Ala Ala Leu Arg Asp Phe 
1 5 



<210> 73 

<211> 9 

<212> PRT 

<213> Hbnx) sapiens 

<400> 73 

Glu Met Ala Ala Leu Arg Asp Phe Val 
1 5 



<210> 74 

<211> 9 

<212> PRT 

<213> Hbrro sapiens 

<400> 74 

Ala Leu Arg Asp Phe Val Ala Arg Asn 
1 5 



<210> 75 

<211> 9 

<212> PE^ 

<213> Homo sapiens 

<400> 75 

Val Ala Arg Asn Val Lys Asp Gly Leu 
1 5 



<210> 76 

<211> 9 

<212> PRT 

<213> Homo sapiens 



<400> 76 

Thr He Ala Pro Asn Gly Ala Gin Val 
1 5 

<2i0> 77 

<211> 9 

<212> EOT 

<213> Homo sapiens 

<400> 77 

He Ala Pro Asn Gly Ala Gin Val Leu 
1 5 



<210> 78 

<211> 9 

<212> PRT 

<213> HbtTO sapiens 

<400> 78 

Val Leu Gin Val Lys Arg Gly Trp Lys 
1 5 



<210> 79 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 79 

Leu Gin Val Lys Arg Gly Trp Lys Leu 
1 5 



<210> 80 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 80 

Tyr Pro Arg Leu Ser He Pro Asn Leu 
1 5 



<210> 81 

<211> 9 

<212> PRT 

<213> Homo sapiens 



<400> 81 

Glu Asp Gin Ala His Leu Ala Thr Tyr 
1 5 



<210> 82 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 82 

His Leu Ala Thr Tyr Thr Glu Phe Val 
1 5 



<210> 83 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 83 

Gly Arg Asp Gly Gin Gly Arg Ser Leu 
1 5 



<210> 84 

<211> 9 

<212> PRT 

<213> HbcTO sapiens 

<400> 84 

Arg Asp Gly Gin Gly Arg Ser Leu Tyr 
1 5 



<210> 85 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 85 

Asp Gly Gin Gly Arg Ser Leu Tyr Val 
1 5 



<210> 86 

<211> 9 

<212> PRT 

<213> Honno sapiens 



<400> 86 

Ser Leu Tyr Val Pro Val Met lie Thr 
1 5 



<210> 87 

<211> 9 

<212> PRT 

<213> Hbrro sapiens 

<400> 87 

lie Thr Trp Asn Pro His Trp Tyr Arg 
1 5 



<210> 88 

<211> 9 

<212> PRT 

< 2 1 3 > Homo s ap i ens 

<400> 88 

Ser Pro Pro Thr Pro Thr Val Thr Leu 
1 5 



<210> 89 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 89 

Leu Ser Glu Glu lie Asn Asn Leu Arg 
1 5 



<210> 90 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 90 

Lys Leu Thr Glu Glu Asn Thr Thr Leu 
1 5 



<210> 91 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 91 

Leu Thr Glu Glu Asn Thr Thr Leu Arg 
1 5 



<210> 92 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 92 

lie Glu Leu Arg Gly Ala Ala Ala Ala 
1 5 



<210> 93 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 93 

Phe Met Ala Gin Cys Gin lie Phe Met 
1 5 



<210> 94 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 94 

Ser Met Met Thr Gly Arg Ala Ala Arg 
1 5 



<210> 95 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 95 

Ala Ala Arg Trp Ala Ser Ala Lys Leu 
1 5 



<210> 96 
<211> 8 
<212> PRT 

<213> Homo sapiens 
<400> 96 

Ala Lys Leu Glu Arg Ser His Tyr Leu 
1 5 



<210> 97 



# 



<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 97 

Gin Gly Met Gly Ser Val lie Asp Tyr 
1 5 



<210> 98 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 98 

Asn Glu Pro Ala Leu lie Asp Gin Tyr 
1 5 



£5 <210> 99 

,1? <211> 9 

<212> PRT 

r;j <213> Homo sapiens 

<400> 99 

OJ Arg Arg Leu Ala Arg Ala Ala Ala Ala 

31 1 5 



<210> 100 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 100 

Lys Pro Arg Ser Pro Pro Arg Ala Leu 
1 5 



<210> 101 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 101 

Arg Met Arg Leu Thr Gin Glu Glu Lys 
1 5 



<210> 102 

<211> 9 

<212> PRT 

<213> Homo sapiens 



h 

St 




32. 



<400> 102 

Pro Thr Glu Pro Val Gly Gly Ala Arg 
1 5 




V. 




